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DETAILED ACTION 

Receipt is acknowledged of the papers filed 3/2/2006. 
Claims 1-37 are pending. Claims 16-37 are withdrawn. 

Elec t Ion/Res tri c tl ons 

Claims 16-37 are withdrawn from further consideration 
pursuant to 37 CFR 1.142(b), as being drawn to a nonelected 
invention, there being no allowable generic or linking claim. 
Applicant timely traversed the restriction (election) 
requirement in the reply filed on 3/2/2006. 

Applicant traversed the restriction (election) not only on 
the grounds that the group assignments were improper, but also 
on the grounds that the restriction did not include Applicant's 
independent claims. Applicant further traversed the restriction 
requirement on the grounds that Examiner's reasons for an "undue 
burden" were unsupported and did not meet statutory standards 
because, Applicant argues, the MPEP requires "that an undue 
burden requires Groups having separate classifications' 7 (see 
page 2, Section IA of the Remarks filed 3/2/2006) . Applicant 
further argues that Examiner has not shown that "elements" have 
separate status in the art or involve a different field of 
search (ibid) . Applicant further argues that more than one 
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sequence is not an undue search burden. Applicant further 
argues that Groups restricted to SEQ ID NOS: 5-9 and the 
APC/NF1 / NF2 / BRCA1 / BRCA2 genes comport with standard MPEP 
guidelines with respect to Markush claims and that Examiner is 
"improperly attempting to redefine scientific dogma by arguing 
that nucleic acids of different sequences belong to a different 
physical and/or chemical class." Applicant further argues that 
the five members of Claim 7 (and other identical claims) and the 
five members of Claim 8 meet the intent of "sufficiently few in 
number" such that the Examiner is not faced with any undue 
burden and that, further, the Markush elements meet the "closely 
related" requirement because they are all either nucleic acids 
or cancer causing genes (see page 3, section IB of the Remarks 
submitted 3/2/2006) . Applicant further argues that increased 
database size is not an undue burden and that Examiner has 
improperly asserted new USPTO policy. 

Applicant's arguments have been carefully considered and 
have been found persuasive in part . Applicant's argument that 
the restriction did not include Applicant's independent claims 
is incorrect. The independent claims referred to by Applicant 
were included in the restriction requirement as linking claims. 
Indeed, independent claims 1 and 9 have been examined in the 
instant Office Action as part of the elected Group. Applicant's 
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argument regarding lack of search burden with regard to the 
template genes is not persuasive because the claimed genes are 
structurally and functionally different and distinct, i.e., they 
consist of nucleotide sequences which are chemically and 
functionally different. Genes include promoters, 5' and 3' 
untranslated regions, exons and introns; not only are each of 
the claimed genes chemically and structurally different, but 
also the subregions of the claimed genes are chemically and 
structurally different. Thus, a search for each of the Groups 
of the restriction would, indeed, require a different field of 
search and pose a serious search burden. Applicant's argument 
that an undue burden requires Groups having separate 
classifications is also found unpersuasive because, as Applicant 
later notes 

...a serious burden on the examiner may be prima facie shown if 
the examiner shows by appropriate explanation either separate 
classification, separate status in the art, or a different 
field of search... 

(MPEP §803 55) (emphasis added). However, Applicant's arguments 
regarding search burden to the extend that they pertain to the 
SEQ ID NOs listed in claims 7 and 14 were found persuasive. To 
that end, Examiner has agreed to rejoin Groups I, VI, XI, XVI, 
and XXI, drawn to a reaction mixture and a kit comprising two 
oligonucleotide primers and a template, wherein the primers 
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comprising a sequence encoding for an epitope marker and a 
region of complementarity to a region of the APC gene, thus 
rendering Applicant's other arguments moot. 

The restriction is still deemed proper and is therefore 
made FINAL . 

Drawings 

The drawings are objected to because Figure 15 and Figure 
17 are not labeled with a figure number. Furthermore, none of 
the corrected drawings submitted on 9/9/2004 have been labeled 
in the top margin as either "Replacement Sheet" or "New Sheet" 
pursuant to 37 CFR 1.121(d). Corrected drawing sheets in 
compliance with 37 CFR 1.121(d) are required in reply to the 
Office action to avoid abandonment of the application. Any 
amended replacement drawing sheet should include all of the 
figures appearing on the immediate prior version of the sheet, 
even if only one figure is being amended. The figure or figure 
number of an amended drawing should not be labeled as "amended." 
If a drawing figure is to be canceled, the appropriate figure 
must be removed from the replacement sheet, and where necessary, 
the remaining figures must be renumbered and appropriate changes 
made to the brief description of the several views of the 
drawings for consistency. Additional replacement sheets may be 
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necessary to show the renumbering of the remaining figures. Each 
drawing sheet submitted after the filing date of an application 
must be labeled in the top margin as either "Replacement Sheet" 
or "New Sheet" pursuant to 37 CFR 1.121(d). If the changes are 
not accepted by the examiner, the applicant will be notified and 
informed of any required corrective action in the next Office 
action. The objection to the drawings will not be held in 
abeyance . 

Sequence Compliance 

This application contains sequence disclosures that are 
encompassed by the definitions for nucleotide and/or amino acid 
sequences set forth in 37 CFR 1.821(a) (1) and (a) (2). However, 
this application fails to comply with the requirements of 37 CFR 
1.821 through 1.825 because a sequence list in both paper and 
computer readable forms was submitted after the filing date of 
the application but the sequence list was not accompanied by the 
a statement that the paper copy and computer readable do not 
include new matter. Applicants are required to comply with all 
of the requirements of 37 CFR 1.821 - 1.825. Any response to 
this office action that fails to meet all of these requirements 
will be considered non-responsive. The nature of the 
noncompliance with the requirements of 37 C.F. R. 1.821 through 
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1.825 did not preclude the examination of the application on the 
merits, the results of which are communicated below. 

Specif ica tion 

The disclosure is objected to because of the following 
informalities: the first line of the specification should be 
amended to include the updated status of application 09/813,197 
which is no longer copending and which has become patent number 
6, 875,592. 

Appropriate correction is required. 

Claim Objections 

Claims 8 and 15 are objected to because of the following 
informalities: claims 8 and 15 are drawn to non-elected subject 
matter. 

Appropriate correction is required. 

Claim Rejections - 35 USC §112 

The following is a quotation of the second paragraph of 35 
U.S.C. 112: 



The specification shall conclude with one or more claims particularly 
pointing out and distinctly claiming the subject matter which the applicant 
regards as his invention. 
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Claims 1, 7, 9 & 14, and therefore dependent claims 2-6, 8, 
10-13 & 15, are rejected under 35 U.S.C. 112, second paragraph, 
as being indefinite for failing to particularly point out and 
distinctly claim the subject matter which applicant regards as 
the invention. 

Claims 1, 7, 9 & 14 recite the term "epitope marker." 
Claims 1, 7, 9 & 14 are vague and indefinite in that it is 
unclear what the metes and bounds of the term "epitope marker" 
are. The term is not defined in the specification. Does 
Applicant intend any peptide sequence which can be recognized by 
an antibody or does Applicant intend a more narrow set of 
embodiments such as the commonly- found affinity binding tags 
corresponding to SEQ ID NOs : 5-9? 

The following is a quotation of the first paragraph of 35 
U.S.C. 112: 

The specification shall contain a written description of the invention, and 
of the manner and process of making and using it, in such full, clear, 
concise, and exact terms as to enable any person skilled in the art to 
which it pertains, or with which it is most nearly connected, to make and 
use the same and shall set forth the best mode contemplated by the inventor 
of carrying out his invention. 

Claims 1-15 are rejected under 35 U.S.C. 112, first 
paragraph, as failing to comply with the written description 
requirement. The claim (s) contains subject matter which was not 
described in the specification in such a way as to reasonably 
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convey to one skilled in the relevant art that the inventor (s), 
at the time the application was filed, had possession of the 
claimed invention. 

The claims are drawn to reaction mixtures and kits 
comprising a first primer comprising i) a sequence corresponding 
to a promoter, ii) a sequence corresponding to a ribosome 
binding site, iii) a start codon, and iv) a sequence coding for 
a first epitope marker; and b) a second primer comprising i) at 
least one stop codon, and ii) a sequence encoding for a second 
epitope marker. Some claims are further limited to such 
reaction mixtures/kits that further comprise a template and to 
such reaction mixtures/kits wherein the primers further comprise 
regions of complementarity to the template (any region of the 
APC gene) and wherein the regions of complementarity are greater 
than 15 bases in length. Some claims are also further limited 
to such reaction mixtures/kits wherein the second epitope marker 
is selected from the group consisting of SEQ ID NOs: 5, 6, 7, 8 
and 9. The claims encompass any reaction mixture/kit comprising 
any first primer with a sequence, however long or short and of 
whatever composition as long as it corresponds to any portion of 
a promoter; with a sequence, however long or short and of 
whatever composition as long as it comprises any portion of any 
sequence corresponding to a ribosome binding site; as well as 
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any sequence, however long or short and of whatever composition, 
coding for a first epitope marker. The claims further encompass 
any reaction mixtures/kits wherein the second primer comprises 
at least one stop codon and further comprises any sequence 
encoding for any second epitope marker. The claims do not 
provide any structural information with regard to the sequences 
corresponding to a promoter, sequences corresponding to a 
ribosome binding site, or sequences encoding for a first epitope 
or second epitope marker. Thus, the rejected claims comprise a 
set of nucleic acid sequences that are defined by their 
function. 

To provide adequate written description and evidence of 
possession of a claimed genus, the specification must provide 
sufficient distinguishing identifying characteristics of the 
genus. The factors to be considered include disclosure of a 
complete or partial structure, physical and/or chemical 
properties, functional characteristics, structure/function 
correlation, and any combination thereof. The specification 
describes a prokaryotic mRNA ribosome binding site "which 
usually contains part or all of a polypurine domain UAAGGAGU 
known as the Shine-Dalgarno (SD) sequence" (see page 15, first 
paragraph) . The specification also describes a reverse primer 
comprising a region encoding a C-terminus marker such as a HIS- 
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tag (see, e.g., page 15, first full paragraph). The 
specification also refers to other "'epitope sequences'' such as 
the C-myc, Flag, HA and StrepTag tags as well as to "markers" 
such as "native amino acids coupled with a detectable label" 
(see, e.g., page 30, lines 7-8). However, the specification 
does not describe a single "epitope marker." As examples of 
such primer sequences which meet the claim limitations, the 
specification discloses two examples of a first primer 
comprising i) a sequence corresponding to a promoter, ii) a 
sequence corresponding to a ribosome binding site, iii) a start 
codon, and iv) a sequence coding for a first epitope marker (see 
SEQ ID NOs: 11 and 13 on pages 113 and 115, respectively) , 
although the sequence corresponding to a ribosome binding site 
is not indicated in SEQ ID NO: 13. The specification also 
discloses two examples of a second primer comprising i) at least 
one stop codon, and ii) a sequence encoding for a second epitope 
marker. However, no description is provided of a single set of 
first and second primers wherein the primers further comprise a 
region of complementarity of greater than 15 nucleotides in 
length to any region of the APC gene. 

Even if one accepts that the examples described in the 
specification meet the claim limitations of the rejected claims 
with regard to structure and function, the examples are only 
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representative of two sets of primers, and those do not even 
meet all of the claim limitations, which require a region of 
complementarity to a region of the APC gene greater than 15 
bases in length. The results are not necessarily predictive of 
any other sequences capable of binding to a ribosome or coding 
for a first or second epitope marker. Thus it is impossible to 
extrapolate from the examples described herein those nucleic 
acid molecules that would necessarily meet the 
structural/functional characteristics of the rejected claims. 

The prior art does not appear to offset the deficiencies of 
the instant specification in that it does not describe a set of 
kits/reaction mixtures comprising primers which meet all the 
claim limitations or such kits/reaction mixtures comprising 
primers that further comprise any sequence corresponding to a 
promoter, any sequence corresponding to a ribosome binding site 
or any sequence encoding a first and/or second epitope marker. 
Rowan et al {Human Mutation 9:112-116, 1997) teach a reaction 
mixture comprising i) a sequence corresponding to a promoter, 
ii) a sequence corresponding to a ribosome binding site, iii) a 
start codon, and iv) a sequence coding for a first epitope 
marker; and b) a second primer comprising i) at least one stop 
codon, and ii) a sequence encoding for a second epitope marker 
(see entire document, especially Figure 1 and page 173, 2 nd 
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column) ; however Rowan et al do not teach such a reaction 
mixture/kit wherein the second epitope marker is selected from 
the group consisting of SEQ ID NOs: 5, 6, 7, 8 and 9. 

Given the very large genus of nucleic acid molecules 
encompassed by the rejected claims, and given the limited 
description provided by the prior art and specification with 
regard to the primer sequences capable of fulfilling the claim 
limitations of claims 1-15, the skilled artisan would not have 
been able to describe the broadly claimed genus of first primer 
sequences that bind a ribosome or, at a minimum, correspond to a 
ribosome binding site, and further comprise a sequence 
corresponding to a promoter, and further comprise a sequence 
which encodes a first epitope marker. Neither would the skilled 
artisan have been able to describe the broadly claimed genus of 
second primer sequences comprising i) at least one stop codone 
and ii) a sequence encoding for a second epitope marker. Thus, 
there is no structural/functional basis provided by the prior 
art or instant specification for one of skill in the art to 
envision those nucleic acid sequences that necessarily satisfy 
the functional limitations of the claims. Therefore, the 
skilled artisan would have reasonably concluded applicants were 
not in possession of the claimed invention for claims 1-15. 
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Claim Rejections - 35 USC §102 

The following is a quotation of the appropriate paragraphs 
of 35 U.S.C. 102 that form the basis for the rejections under 
this section made in this Office action: 

A person shall be entitled to a patent unless - 

(b) the invention was patented or described in a printed publication in this or 
a foreign country or in public use or on sale in this country, more than one 
year prior to the date of application for patent in the United States. 

Claims 1-6 and 8, 9-13 and 15 are rejected under 35 
U.S.C. 102(b) as being anticipated by Rowan et al (Human 
Mutation 9:172-176, 1997). 

Note: for purposes of this rejection only, " epitope 
marker" has been interpreted to encompass any sequence encoding 
a peptide capable of being recognized by an antibody and the 
term "kit" has been interpreted to include any teaching or 
reference wherein the components of the kit are utilized within 
the same method or wherein the kit components have been 
purposely grouped together. 

Rowan et al teach a PCR reaction mixture comprising a) a 
first oligonucleotide primer comprising i) a sequence 
corresponding to a promoter, ii) a sequence corresponding to a 
ribosome binding site, iii) a start codon, and iv) a sequence 
coding for a first epitope marker; and b) a second 
oligonucleotide primer comprising at least one stop codon (see 
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nucleotides 6-8 of "APC 15J rev" primer, page 173, 2 nd column 
(not in frame) ) , as well as a sequence encoding for a second 
epitope marker, i.e., that portion of the APC gene for which it 
codes (see entire document, especially Figure 1 and page 173, 2 nd 
column, section titled "Oligonucleotide Sequences") . Rowan et 
al also teach this PCR reaction mixture, wherein the reaction 
mixture further comprises template (ibid) . Rowan et al also 
teach that both the first and second primers comprise a region 
of complementarity to the template wherein said region of 
complementarity is greater than 15 bases in length. Regarding 
claims 8 and 15, Rowan et al teach such a reaction mixture/kit 
wherein the template comprises a region of the APC gene. 



Claim Rejections - 35 USC § 103 

The following is a quotation of 35 U.S.C. 103(a) which 
forms the basis for all obviousness rejections set forth in this 
Office action: 

(a) A patent may not be obtained though the invention is 
not identically disclosed or described as set forth in 
section 102 of this title, if the differences between the 
subject matter sought to be patented and the prior art are 
such that the subject matter as a whole would have been 
obvious at the time the invention was made to a person 
having ordinary skill in the art to which said subject 
matter pertains. Patentability shall not be negatived by 
the manner in which the invention was made. 
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This application currently names joint inventors. In 
considering patentability of the claims under 35 U.S.C. 103(a), 
the examiner presumes that the subject matter of the various 
claims was commonly owned at the time any inventions covered 
therein were made absent any evidence to the contrary. 
Applicant is advised of the obligation under 37 CFR 1.56 to 
point out the inventor and invention dates of each claim that 
was not commonly owned at the time a later invention was made in 
order for the examiner to consider the applicability of 35 
U.S.C. 103(c) and potential 35 U.S.C. 102(e), (f) or (g) prior 
art under 35 U.S.C. 103(a). 

Claims 1-15 are rejected under 35 U.S.C. 103(a) as being 
unpatentable over Rowan et al {Human Mutation 9:172-176, 1997) 
in view of Suzuki et al (Genes, Chromosomes & Cancer 21:290-297 , 
1998) . 

Note: for purposes of this rejection only, "epitope 
marker" has been interpreted to encompass any sequence encoding 
a peptide capable of being recognized by an antibody and the 
term "kit" has been interpreted to include any teaching or 
reference wherein the components of the kit are utilized within 
the same method or purposely grouped together. 

Rowan et al teach a PCR reaction mixture comprising a) a 
first oligonucleotide primer comprising i) a sequence 
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corresponding to a promoter, ii) a sequence corresponding to a 
ribosome binding site, iii) a start codon, and iv) a sequence 
coding for a first epitope marker; and b) a second 
oligonucleotide primer comprising at least one stop codon (see 
nucleotides 6-8 of "APC 15J rev" primer, page 173, 2 nd column 
(not in frame) ) , as well as a sequence encoding for a second 
epitope marker, i.e., that portion of the APC gene for which it 
codes (see entire document, especially Figure 1 and page 173, 2 nd 
column, section titled "Oligonucleotide Sequences") . Rowan et 
al also teach this PCR reaction mixture, wherein the reaction 
mixture further comprises template (ibid) . Rowan et al also 
teach that both the first and second primers comprise a region 
of complementarity to the template wherein said region of 
complementarity is greater than 15 bases in length. Regarding 
claims 8 and 15, Rowan et al teach such a reaction mixture/kit 
wherein the template comprises a region of the APC gene. 
Importantly, Rowan et al teach this primer/template reaction 
mixture in the context of a protein truncation test for 
identifying frameshift and nonsense mutations within the APC 
gene. Part of the novelty of the teaching of Rowan et al is the 
incorporation of a myc tag (SEQ ID NO: 6) into the first primer 
to allow "for all normal and truncated proteins to be 
identified," to avoid the use of radioisotope, and to allow for 
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integration into all protein truncation tests, regardless of the 
gene being examined (see page 172, Abstract and page 175, 
paragraph briding first and second columns) . 

Rowan et al do not teach such a reaction mixture wherein 
the second oligonucleotide primer comprises a sequence encoding 
an epitope marker selected from the group consisting of SEQ ID 
NOS: 5, 6, 7, 8 and 9. 

Suzuki et al teach a variation on the protein truncation 
test for identifying frameshift and nonsense mutations 
comprising PCR reactions mixtures comprising a first and second 
primer. In the yeast-based protein truncation test (YPTT) of 
Suzuki et al, the region of complementarity is adjacent to an 
PGK terminator peptide sequence (comprising a stop codon) , which 
allows Suzuki et al "to detect truncating mutations adjacent to 
the downstream primer' 7 (see page 293, second column, first 
paragraph) . Suzuki et al further teach a second variation of 
the YPTT in which "a truncating mutation can be detected simply 
by testing whether the yeast transf ormants express a carboxy- 
terminal marker peptide or not" (see page 295, paragraph 
bridging the first and second columns) . The marker would be 
fused in-frame to the end of the tested DNA fragment (ibid) . 

It would have been obvious to one of ordinary skill in the 
art to combine the references of Rowan et al and Suzuki et al 
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because both references teach improved methods for performing a 
protein truncation test. Furthermore, it would have been 
obvious to use the c-myc tag of SEQ ID NO: 6 since Rowan et al 
teach it's successful incorporation into the upstream primer. 

One of ordinary skill in the art at the time the claimed 
invention was made would have been motivated to utilize a 
second, carboxyl terminal epitope marker as taught by Suzuki et 
al because Suzuki et al teach its use would allow for the 
detection of truncation mutations adjacent to the downstream 
primer . 

Based upon the teachings of the cited references, the high 
skill of one of ordinary skill in the art, and absent evidence 
to the contrary, there would have been a reasonable expectation 
of success to result when incorporating a second epitope marker 
of SEQ ID NO: 6 in the second primer of the reaction mixture as 
taught by Rowan et al. 

Double Patenting 

The nonstatutory double patenting rejection is based on a 
judicially created doctrine grounded in public policy (a policy 
reflected in the statute) so as to prevent the unjustified or 
improper timewise extension of the "right to exclude" granted by 
a patent and to prevent possible harassment by multiple 
assignees. A nonstatutory obviousness-type double patenting 
rejection is appropriate where the conflicting claims are not 
identical, but at least one examined application claim is not 
patentably distinct from the reference claim (s) because the 
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examined application claim is either anticipated by, or would 
have been obvious over, the reference claim(s) . See, e.g., In re 
Berg, 140 F.3d 1428, 46 USPQ2d 1226 (Fed. Cir. 1998); In re 
Goodman, 11 F.3d 1046, 29 USPQ2d 2010 (Fed. Cir. 1993); In re 
Longi, 759 F.2d 887, 225 USPQ 645 (Fed. Cir. 1985); In re Van 
Ornum, 686 F.2d 937, 214 USPQ 761 (CCPA 1982); In re Vogel, 422 
F.2d 438, 164 USPQ 619 (CCPA 1970); and In re Thorington, 418 
F.2d 528, 163 USPQ 644 (CCPA 1969). 

A timely filed terminal disclaimer in compliance with 37 
CFR 1.321(c) or 1.321(d) may be used to overcome an actual or 
provisional rejection based on a nonstatutory double patenting 
ground provided the conflicting application or patent either is 
shown to be commonly owned with this application, or claims an 
invention made as a result of activities undertaken within the 
scope of a joint research agreement. 

Effective January 1, 1994, a registered attorney or agent 
of record may sign a terminal disclaimer. A terminal disclaimer 
signed by the assignee must fully comply with 37 CFR 3.73(b) . 

Claims 1-6, 8-13 and 15 are provisionally rejected on the 
ground of nonstatutory obviousness-type double patenting as 
being unpatentable over claims 9, 20 and 44-49 of copending 
Application No. 10/339,712. Although the conflicting claims are 
not identical, they are not patentably distinct from each other 
because claims 1-6, 8-13 and 15 are drawn to a reaction mixture 
comprising a first primer comprising a sequence corresponding to 
a promoter, a sequence corresponding to a ribosome binding site, 
a start codon, and a sequence coding for an epitope marker as 
well as a prtion comprising a sequence complementary to a 
portion of a disease related gene. Both sets of claims are 
further drawn to such a primer wherein the disease related gene 



is APC. 
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This is a provisional obviousness-type double patenting 
rejection because the conflicting claims have not in fact been 
patented. 

Conclusion 

No claims are allowed. 

Certain papers related to this application may be submitted 
to the Art Unit 1636 by facsimile transmission. The faxing of 
such papers must conform with the notices published in the 
Official Gazette, 1156 OG 61 (November 16, 1993) and 1157 OG 94 
(December 28, 1993) (see 37 C.F.R. § 1.6(d)). The official fax 
telephone number for the Group is (571) 273-8300. Note: If 
Applicant does submit a paper by fax, the original signed copy 
should be retained by Applicant or Applicant's representative. 
NO DUPLICATE COPIES SHOULD BE SUBMITTED so as to avoid the 
processing of duplicate papers in the Office. 

Any inquiry of a general nature or relating to the status 
of this application or proceeding should be directed to (571) 
272-0547. 

Patent applicants with problems or questions regarding 
electronic images that can be viewed in the Patent Application 
Information Retrieval system (PAIR) can now contact the USPTO' s 
Patent Electronic Business Center (Patent EBC) for assistance. 
Representatives are available to answer your questions daily 
from 6 am to midnight (EST) . The toll free number is (866) 217- 
9197. When calling please have your application serial or 
patent number, the type of document you are having an image 
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problem with, the number of pages and the specific nature of the 
problem. The Patent Electronic Business Center will notify 
applicants of the resolution of the problem within 5-7 business 
days. Applicants can also check PAIR to confirm that the 
problem has been corrected. The USPTO' s Patent Electronic 
Business Center is a complete service center supporting all 
patent business on the Internet. The USPTO' s PAIR system 
provides Internet-based access to patent applications to view 
the scanned images of their own application file folder (s) as 
well as general patent information available to the public. 

For all other customer support, please call the USPTO Call 
Center (UCC) at (800) 786-9199. 

Any inquiry concerning rejections or objections in this 
communication or earlier communications from the examiner should 
be directed to Walter Schlapkohl whose telephone number is (571) 
272-4439. The examiner can normally be reached on Monday 
through Thursday from 8:30 AM to 6:00 PM. The examiner can also 
be reached on alternate Fridays. 

If attempts to reach the examiner by telephone are 
unsuccessful, the examiner's supervisor, Dr. Remy Yucel can be 
reached at (571) 272-0781. 



Walter A. Schlapkohl, Ph.D. 
Patent Examiner 
Art Unit 1636 



May 10, 2006 




